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3 <110> APPLICANT: SATO, TSUYOSHI 



4 OKUDA, MITSUYOSHI 

5 KOYAMA, SHINGO 

6 IZAWA, YOSHIFUMI 

7 KOBAYASHI, TOHRU 
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TITLE 


OF INVENTION: ALKALINE PROTEASE 
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FILE REFERENCE: 251701US0 
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CURRENT APPLICATION NUMBER: US/10/820, 


712B 
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CURRENT FILING DATE: 2004- 


•04-09 
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PRIOR 


APPLICATION 


NUMBER: 


JP 2003- 


-106708 
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PRIOR 


FILING DATE: 


2003-04-10 
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NUMBER OF 
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ID NOS: 
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SOFTWARE : 


Patentln version 3.3 
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<210> 


SEQ ID NO 
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TYPE: 


PRT 
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ORGANISM: 


Bacillus sp 


. KSM-KP43 
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Ser 
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Ser 
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13 8 Val Asn 

142 <210> SEQ ID NO: 2 

143 <211> LENGTH: 1923 

144 <212> TYPE: DNA 

145 <213> ORGANISM: Bacillus sp. KSM-KP43 

148 <220> FEATURE: 

149 <221> NAME /KEY : CDS 

150 <222> LOCATION: (1)..(1920) 

152 <220> FEATURE: 

153 <221> NAME/KEY: sig_peptide 

154 <222> LOCATION: (1)..(618) 

156 <220> FEATURE: 

157 <221> NAME/KEY: mat_peptide 

158 <222> LOCATION: (619) (1920) 

160 <400> SEQUENCE: 2 

161 atg aga aag aag aaa aag gtg ttt tta tct gtt tta tea get gca 

162 Met Arg Lys Lys Lys Lys Val Phe Leu Ser Val Leu Ser Ala Ala 

163 -205 -200 -195 

165 gcg att ttg teg act gtt gcg tta agt aat cca tct gca ggt ggt 

166 Ala He Leu Ser Thr Val Ala Leu Ser Asn Pro Ser Ala Gly Gly 
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gca 


agg 


aat 


ttt 


gat 
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135 


1 70 


Ala Arg 


Asn 


Phe 
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Thr 




1 71 

X / X 
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-165 










1 7"* 
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get 


aaa 


yy L 
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cag 
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cag 


act 


ggt 


get 


get 


get 


180 


174 


Asp 


Ala 


Lys 
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Phe 


Ser 


Lys 
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Gly 


Gin 


Thr 


Gly 


Ala 


Ala 


Ala 
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177 


ttt 


ctg 


gtg 


gaa 


tct 
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etc 
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aaa 


ggt 


ttg 


cag 
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Phe 


Leu 


Val 


Glu 
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Val 
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Pro 
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cat 
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Val 
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His 


He 


He 




183 




-130 










-125 










-120 










185 
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cag 
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315 
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Gin 


Phe 
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Gly 


Pro 
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Glu 


Glu 
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Glu 
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-115 










-110 










-105 










189 


aaa 


aca 
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att 
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tac ata i 


set gat tat get tac att 


363 
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Lys 
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Gly 


Ala 


Lys 


He 


Leu Asp Tyr : 
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Pro Asp Tyr Ala Tyr He 




191 




-100 










-95 










-90 











193 


gtc 


gag 


tat 


gag ggc gat 


gtt 


aag 


tea 


gca 


aca 


age 


ace 


att 


gag 


cac 


411 


194 


Val 


Glu 


Tyr 


Glu Gly Asp Val 


Lys 


Ser 


Ala 


Thr 


Ser 


Thr 


He 


Glu 


His 
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-85 






-80 










-75 










-70 




197 


gtg 


gaa 


tec 


gtg gag cct 


tat 


ttg 


ccg 


ata 


tac 


aga 


ata 


gat 


ccc 


cag 


459 


198 


Val 


Glu 


Ser 


Val Glu Pro 


Tyr 


Leu 


Pro 


He 


Tyr 


Arg 


He 


Asp 


Pro 


Gin 
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-65 








-60 










-55 
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ctt 


ttc 


aca 


aaa ggg gca 


tea 


gag 
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gta 


aaa 


gca 


gtg 


gcg 


ctt 


gat 


507 


202 


Leu 


Phe 


Thr 


Lys Gly Ala 


Ser 


Glu 


Leu 


Val 
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Ala 


Val 


Ala 


Leu Asp 
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caa 


tta 


aga 


ggc 


ate 


gaa 


caa 


ate 


555 


206 


Thr 


Lys 


Gin 


Lys Asn Lys 


Glu 


Val 


Gin Leu Arg 


Gly He 


Glu 


Gin 


He 
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209 


gca 


caa 
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gca ata age 
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gat 


gtg 
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tat 


att 


acg 
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aag 


cct 
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Ala 
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Phe 


Ala He Ser Asn Asp 


Val 


Leu 


Tyr 


He 
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Ala 


Lys 


Pro 
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213 


gag 


tat 


aag 


gtg atg aat 


gat 


gtt 


gcg 


cgt 


gga 


att 


gtc 


aaa 


gcg 


gat 


651 


214 


Glu 


Tyr 


Lys 


Val Met Asn Asp Val 


Ala 


Arg 


Gly 


He 


Val 


Lys Ala Asp 




215 
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-1 1 








5 










10 






217 


gtg 


get 


cag 


age age tac 


ggg 


ttg 


tat 


gga 


caa 


gga 


cag 


ate 


gta 


gcg 


699 


218 


Val 


Ala 


Gin 


Ser Ser Tyr 


Gly Leu 


Tyr Gly Gin 


Gly Gin 


He 


Val 


Ala 




219 








15 






20 










25 








221 


gtt 


gee 


gat 


aca ggg ctt 


gat 


aca 


ggt 


cgc 
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agt 
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atg 


cat 
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Val Ala Asp 
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Met 


His 




223 






30 






35 










40 










225 


gaa 


gee 


ttc 
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Ala 
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Ala Leu Gly Arg Thr 
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aat 
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cat 


ggt 
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get 
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Asn 
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Ala 


Asn Asp Thr Asn Gly 
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His Val Ala Gly Ser 
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326 <210> SEQ ID NO: 3 

327 <211> LENGTH: 640 

328 <212> TYPE: PRT 
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<213> ORGANISM: Bacillus 


sp. KSM-KP43 
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361 Lys Thr Gly Ala Lys He Leu Asp Tyr He Pro Asp Tyr Ala Tyr He 

362 -100 -95 -90 

365 Val Glu Tyr Glu Gly Asp Val Lys Ser Ala Thr Ser Thr He Glu His 

366 -85 -80 -75 -70 

369 Val Glu Ser Val Glu Pro Tyr Leu Pro He Tyr Arg He Asp Pro Gin 

370 -65 -60 -55 

373 Leu Phe Thr Lys Gly Ala Ser Glu Leu Val Lys Ala Val Ala Leu Asp 

374 -50 -45 -40 

3 77 Thr Lys Gin Lys Asn Lys Glu Val Gin Leu Arg Gly lie Glu Gin He 
378 -35 -30 -25 
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